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Supplementary Figures.

Figure S1. Genotyping using marker KT7: by separation of PCR products by capillary
electrophoresis.

Figures S2. Exome capture data for Chr 1B, line A1 with data for 4 genes close to the
deletion borders.

Figures S3. Exome capture data for Chr 4A, line A1 with datafor 4 genes close to the
deletion borders.

Figures S4. Exome capture data for Chr 5D, line A1 with datafor 4 genes close to the
deletion borders.

Figures Sb. Exome capture data for Chr 6A, line A1 with datafor 4 genes close to the
deletion borders.

Figures S6. Exome capture data for Chr 1A, line D4 with datafor 4 genes close to the
deletion borders.

Figures S7. Exome capture data for Chr 1B, line D4 with data for 4 genes close to the
deletion borders.

Figures S8. Exome capture data for Chr 4B, line D4 with data for 4 genes close to the
deletion borders.

Figures S9. Exome capture data for Chr 4D, line D4 with datafor 4 genes close to the
deletion borders.

Figures S10. Exome capture datafor Chr 6D, line D4 with data for 4 genes close to the
deletion borders.

Figures S11. Exome capture datafor Chr 7A, line D4 with data for 4 genes close to the
deletion borders.
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28 FigureS2.

Paragon mutant A1, Chr 1B
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31 FigureS3

Paragon mutant A1, Chr 4A
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34 FigureA

Paragon mutant A1, Chr 5D
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Paragon mutant A1, Chr 6A
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40 Figure 6.

Paragon mutant D4, Chr 1A
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Paragon mutant D4, Chr 1B
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Paragon mutant D4, Chr 4B
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Figure S9.

Normalized read count / 100bp of Transcript
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Paragon mutant D4, Chr 6D
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Figure S11.
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